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<210> 1 

<211> 10 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Thr Thr Ser Trp Ser Gin Cys Ser Lys Ser 
1 5 10 



<210> 2 

<211> 17 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Gly Gin Lys Cys lie Val Gin Thr Thr Ser Trp Ser Gin Cys Ser Lys 
15 10 15 



Ser 



<210> 3 

<211> 10 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> recognition motif for integrin a6bl 



<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> Xaa can be any naturally occurring amino acid 



<220> 

<221> misc__f eature 

<222> (6) . . (6) 

<223> Xaa can be any naturally occurring amino acid 

<400> 3 

Thr Thr Xaa Trp Ser Xaa Cys Ser Lys Ser 
1 5 10 



<210> 4 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic peptide derived from integrin a6bl 
<400> 4 

Asn Pro Trp His Ser lie Tyr lie Thr Arg Phe Gly 
15 10 



<210> 5 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> synthetic peptide derived from integrin a6bl 
<400> 5 

Thr Trp Tyr Lys lie Ala Phe Gin Arg Asn Arg Lys 
15 10 



<210> 6 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 6 

cgcggatccg gcgctctcca cctgc 



<210> 7 

<211> 32 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR Primer 
<400> 7 

ggaattccct ctgcagatcc ctttcagagc gg 



<210> 8 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 8 

cgcggatccg gctcagtcag aaggcagac 



<210> 9 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 9 

ggaattccca ggaagcctct tcagtgagct gcc 



<210> 10 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 10 

cgcggatccg gtctttggca cc 



<210> 11 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 11 

ggaattccct tttaggctgc tgtacactgg ttgtc 



<210> 12 
<211> 29 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR Primer 
<400> 12 

cgggatccgc gggccagaaa tgcatcgtt 29 



<210> 13 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 13 

ccggaattcc gctcttggag cactgggacc 30 



<210> 14 

<211> 58 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> PCR Primer 
<400> 14 

gatccggtca aaaatgtatt gttcaaacta cttcttggtc tcaatgctct aaatctgg 58 



<210> 15 

<211> 61 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 15 

aattccagat ttagagcatt gagaccaaga agtagtagtt tgaacaatac atttttgacc 60 
g 61 



<210> 16 

<211> 32 

<212> DNA 

<213> Artificial 

<220> 

<223> PCR Primer 



Sequence 



<400> 



16 



cgcaattgga aaaggcagct cactgaagag gc 



32 



<210> 17 

<211> 61 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 

<400> 17 

ccggaattcc tacttgtcat cgtcatcctt gtagtcgtcc ctgaacttgt ggatgtcatt 60 
g 61 



<210> 18 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> K239E mutation in Tl peptide 
<400> 18 

Gly Gin Lys Cys lie Val Ala Thr Thr Ser Trp Ser Gin Cys Ser Glu 
15 10 15 



Ser 



<210> 19 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PCR Primer 



<400> 19 

gtcttggtcc cagtgttccg agagctgcgg 30 



<210> 20 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 



<400> 20 

cactgggacc aagacgtggt ctgaacgatg c 



31 



<210> 21 

<211> 16 

<212> PRT 

<213> Homo Sapiens 

<400> 21 

Lys Gly Lys Lys Cys Ser Lys Thr Lys Lys Ser Pro Glu Pro Val Arg 
15 10 15 



<210> 22 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> mutant HI site 
<400> 22 

Ala Gly Ala Ala Cys Ser Ala Thr Ala Lys Ser Pro Glu Pro Val Arg 
15 10 15 



<210> 23 

<211> 16 

<212> PRT 

<213> Homo Sapiens 

<400> 23 

Phe Thr Tyr Ala Gly Cys Ser Ser Val Lys Lys Tyr Arg Pro Lys Tyr 
15 10 15 



<210> 24 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> mutant H2 site 

<400> 24 



Phe Thr Tyr Ala Gly Cys Ser Ser Val Ala Ala Tyr Ala Pro Lys Tyr 
15 10 15 



